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TITLE Associate Professor
ADDRESS Departmert of Biostatisticsand Medcal Informatics

Universty of Wisconsin - Madison

1300 Univerdty Averue (6729 MSC)
Maudison, Wisconsin 53706

Phone: (608) 262-3146

Email: kendzior @biostatwisc.edu

URL: http://www.biostatwisc.edu/~kendzior

EDUCATION

1998 PhD. Mathematcs(Emphads. Biomahematcs)
Marquette Universty, Milwaukee Wisconsin

1992 B.S. Mathemaics
Universty of Wisconsin, Eau Claire, Wisconsin

SCIENTIFIC INTERESTS

Recent advancesin DNA sequerncing, genotyping, and gene expression profiling offer unprecedented
opportunitiesfor geneticsand genomics based studiesof complex disea®. My ressaich concerrsthe
developmert and application of statistical metodsto address quegions arising in such studies In particular, |
have focused on methods for microamrays and expression quartitative trait loci (eQTL) maping. My main areas
of applicaion are breas cancer ard type |l diabetes

PROFESSIONAL POSITIONS

July 2007 Bpresent Associate Professor. Departmert of Biostatisticsand Medcal
Informatics Univerdty of Wisconsin, Madison, WI.

Sepgember2001 BJune 2007  Assistart Prdfessor. Departmert of Biostatisticsand Medcal
Informatics Univerdty of Wisconsin, Madison, WI.

August 1998 - Sept 2001 Postdoctoral Resaich Fellow. Departmert of Biostatisticsand
Medical Informatics, Universty of Wisconsin, Madson, WI.

PROFESSIONAL APPOINTMENTS

Member. Waisman Certer. Universty of Wisconsin, Madson, WI
Felruary 2006 Bpresent

Member. Carcer Geretics Program. Comprehersive Cancer Certer. University of Wisconsin, Madison, Wi
Sepember 2003 Bpresert

Affiliate Facuty Memker. Departmert of Statistics, Univerdty of Wisconsin, Madison, WI
January 2003 - present



EDITORIAL ACTIVITIES

Editorial Board, Genomics, Bioinformatics and Systems Biology Section of Biology Direct
January 2008-present

Associate Editor, Biometics, March 2006 - present

Refereefor manuscripts submittedto:
Annals of Statistics, Archivesof Opthamology, Bioinformaics, Biometics, Biostatistics, Biometical
Journal, Biotecmiques Computational Statisticsand Data Analysis, Genetics, Genome Resarch Journal
of the American Statistical Association, Lancet Mammalian Genome, Nature Genetics, Nucleic Acids
Resach, and Statistical Applicaions in Gereticsand Molecuar Biology

Ad hoc member for:

Genomics Computational Biology and Technology (GCAT) Study Secton
June 3-4, 2008.

Genomics Computational Biology and Technology (GCAT) Study Secton
October 5-6, 2006.

Biostatistical Methods and ResarchDesgn (BMRD) Study Secton
Felruary 19-20, 2004

National Institute of Arthritis and Musculoskeletal and Skin Disea® Special Emphass Parel for
Microarray Awards August 21-23, 2003

AWARDS AND HONORS

The efficiency of pooling mRNA in microarray experimerts by Kendziorski, Zhang, Lan, and Attie,
Biostatistics 2003, isa Thomson ISI fag breaking paper (http://www.es-topics.com/fbp/fbp-june2005.html)
Harris Fellowship, US Departmert of Education, for graduate studiesin matematcs
- providedfull academic year support, 1993-1998
Swokowsky fellowship, Marquette Universty, for top graduate studert in mathemaical biology
- providedfull summer support, 1997
Certer for ResarchM athematicians program in mathemaical biology studert fellowship
- providedfull summer support, 1994
JamesGraham Brown Cancer Resach Center, Louisville,KY, studert fellowship
- providedfull summer support, 1992

TEACHING AND ADVISING

Short Coursesand Workshops

Statistical Approachesto Analyzing Gene Expression Data. Promega. Madison, WI
Sunmer 2003, 2006

Mathemait cal Approachesto Complex Traits. The Jackson Laboratory. Bar Harbor, ME
Fall 2003, 2004, 2006

Microarray Methods and Data Analysis. Agricultural Universty of Norway. Lillehammer,
Norway, Summer 2003



Classroom Instruction

Mathemai cal Statistics, Summer Mi nority Internship Program, 2002-2005
Statistical Methods for Microarrays, STAT 992, 2003
Introduction to Biostatistics, STAT 541, 2001, 2002, 2004, 2005

Postdoctoral Studerts

Ming Yuan, Ph.D., 2004-2005
Alina Andrei, PhD. (co-advising with Mi chael Newton), 2006-presert

PhD. Students
Meng Chen, PhD. conferred August 2006
YounJeong Choi
Ping Wang
John Dawson

PhD. Committees
Amarda Esch, CancerBiology, PhD. expecedin May 2008
Stephan Woditschka, Genetics, PhD. expectedin May 2007
Yang Song, Statistics, PhD. conferredin May 2005
Ming Yuan, Statistics, PhD. conferredin May 2004
David Dah, Statistics, Ph.D. conferredin May 2004
YuanJi, Statistics, PhD. conferredin August 2003

Undergraduate M entoring

Kevin Eng, Summer Resach Program in Biostatistics, 2004.
Chris Klundt, Hilldale Fellow, 2002 - 2003.

JamillaWilliams Sunmer Resach Program in Biostatistics, 2001.
Jacauis Caser, Summer ResarchProgramin Biostatistics, 2000.

SERVICE

Department
Graduate Student Admissions Committee,2003, 2005, 2007, 2008.

Organizer of the Biostatisticsand Medical Informatics weekly seminar series 2001-2003.
Mentor for Summer Resach Programin Biostatistics, 2000, 2001, 2004.

Universty
Facuty Mentor for Hilldale Fellow, 2002 - 2003.
Organizer of the gene expression data analysis (GEDA) group, 2000-2002.

Community
Member of the organizing committeefor the Workshop for Junior Resarchersprecedng the amual

ENAR meeting, 2004.
Member of the steering committeefor Lilith Computing Group, anorganzation for middle school
studentsintere¢edin tecmical careersand computing, 2000-2003.

Membersips
American Statistical Association, International Biometic Scciety, ard

Institute of Mathemaical Statistics



Consulting

Epicertre Technologies Madison, WI, 2005.

Stratatech Corporation, Madison, WI, 2004 - 2005.

Universty of Wisconsin Biotecmology Certer, Microarray Faclity, 2002-presert.
Nimblegen, 2002-2003.

Sauthern Wisconsin Radotherapy Certer, Madison, WI, 1999 - 2002.

Third Wave Techhologies Madison, WI, 2000 - 2001.

St Mary's Hospital, Madison, WI, 1999 - 2001.

Invited Conference Presrtations

Intermational Association for Mathematics and Computersin Simulation (IMACS): International Conference
on Scientific Computing and Mathematical Modeling. Milwawkee WI, May 1999.

Wisconsin Symposium |: Genetics, Geromics, and Molecues Madson, WI, May 1999.

Upper Midweg Biostatistics Symposium. Rocheger, MN, August 1999.

Wisconsin Symposium Il: The Analysis of HumanBiology Genes Genomes and Molecues Madison, WI,
June 2001.

Joint StatisticsMeetngs. New York, NY, August 2002.

Frontiersof Statistical Resarcch: A Celelration of the 40th Anniversary of the Departmert of Statisticsat
TexasA&M Univerdty. College Station, TX, October 2002

Gordon ResarchConference on Quartitative Geretics and Genomics. Venrtura, CA, Felruary 2003.
Overview Lecture. Joint Statistics Meeings. San Frarcisco, CA, August 2003.

WNAR Sesion. Joint Statistics Meetings. SanFrarcisco, CA, August 2003.

Praeamicsand Microarrays. Institute for Mathematics ard Its Applications, Minneaglis, Minnesota,
Sepember 2003.

Coald Spring Harbor Laboratory Rat Genome & Biology Meeting. Cold Spring Harbor, New Y ork, December
2003.

Joint Statistics Annual Meetng. Toronto, August 2004.

Statistical Science for Genrome Biology Meetng. Banff International Resach Station, Barff, Alberta,
Carada, August 2004.

Analysis of Gere Expression Data: Principlesand Applicatons. Mathematical Bioscienceslinstitute. Ohio
State Universty, Columbus, Ohio, October 2004.

Intermational Biometric Scciety Eagern North American Regon (ENAR) Annual Meeting. Austin, Texas
March 2005.

Joint Statistics Annual Meeting. Minneapolis, Minnesota, August 2005.

Secand International Symposium on Animal Functional Genomics. Michigan State Univerdty, Eag Lansing,
Michigan, May 2006.

SummerProgram on Multiplicity and Regroducahility in Sciertific Studies Statistical and Applied
Mathemat cal Scienceslinstitute (SAM SI). ResarchTriangle Pak, North Cardina, July 2006.

Intermational Biometric Scciety Eagern North American Regon (ENAR) Annual Meeting. Atlarta, Geargia,
March 2007.

Biostatistics, Bioinformaics, and Nutrition training program Confererce, Keynote Address.

The Center for Statistical Bioinformatics, TexasA&M, October 2008.

Invited Pregntations

Departmert of Physics Chaos and Complex Systems Seminar Series Universty of Wisconsin, Madson, WI,
Sepember 1999.

Carcer Genetics Seminar Series Universty of Wisconsin, Madison, WI, Felruary 2000.

Statistical Genetics Seminar Series Purdue University, Lafayette, IN, October 2000.

Departmert of Biostatistics Semnar Series Medical College of Wisconsin, Milwalwkee WI, November 2000.
Statistical Genetics Seminar Series Purdue University, Lafayette, IN, November 2001.

Departmert of Statistics, Universty of British Columbia, Vancouver, BC, March 2002.
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e Carcer Geretics Seminar Series Universty of Wisconsin, Madison, WI, April 2002.

e Department of Botany and Plant SciencesSeminar Seies Universty of California-Riversde, April 2002.

e Department of Statistics Seminar Seies University of Wisconsin, Madison, WI, Jan 2003.

e Department of Animal SciencesSaminar Series University of Wisconsin, Madison, WI, April 2003.

* Statistical Genetics Seminar Series Universty of Alabama Birmingham, AL, April 2003.

* Departmert of Biostatistics Semnar Series Universty of Minnesota, Minneaplis, MN, December 2003.

* Departmert of Biostatistics Semnar Seres M.D. Anderson Carcer Certer, Houston, TX, April 2004.

e Department of Molecuar Genetics Seminar Series Univerdty of Toronto, Toronto, ON, August 2004.

e Department of Genetics Seminar Series University of Wisconsin, Madison, WI, Feb2005.

* Computation and Informaticsin Biology and Medicine Semhar Series Universty of Wisconsin, Madison,
WI, Felruary 2005.

* Department of Biostatistics Semnar Series Johns Hopkins Universty, March 2005.

e WiCel. Madison, WI, April 2005.

* Computation and Informaticsin Biology and Medicine Annual Reteat Universty of Wisconsin, Mad son,
WI, May 2006.

* Departmert of Biostatistics Semnar Series Universty of Michigan, Ann Arbor, MI, November 2007.

Contributed Presntations

* Joint StatisticsMeetings. Baltimore, MD, August 1999.

* International Biometric Scciety EagernNorth American Regon (ENAR) Annual Meeting. Chicagp, IL,
March 2000.

e Centerfor Statistics ETH, Zurich, August 2001.

* Intermational Biometric Scciety EagernNorth American Regon (ENAR) Annual Meeting. Arlington, VA,
March 2002.

* Intermational Biometric Scciety EagernNorth American Regon (ENAR) Annual Meeting. Pittsburgh, PA,
March 2004.

PUBLICATIONS

1. Barsal, N., N. Cager, C.M. Kerdziorski, and G.G. Hamedan. A class of non-inverse Gaussian
distributions with finite positive and negative momernts. Journal of Applied Statistical Science 4(2-3): 203-
214, 1996.

2. Lan, H., C.M. Kendziorski, L.A. Shepel, J.D. Haag M.A. Newton, and M.N. Gould. Genretic loci
controlling breag carcer susceptibility in the Wistar-Kyoto rat Genetics 157: 331-339, 2001.

3. Newton, M.A., C.M. Kerdziorski, C.S. Richmond, F.R. Blattner, and K.W. Tsui. On differertial variahility
of expression ratios: Improving statistical infererce about gene expression changesfrom microarray data.
Journal of Computational Biology 8: 37-52, 2001.

4, Kendziorski, C.M., J.B. Bassingthwaighte, and P.J. Tonellato. Evaluating maximum likelihood edimaton
methods to determine the Hurst coefficient. Physica A 273(3-4): 439-451, 1999.

5 Kerdziorski, C.M., A.W. Cowley, J., A.S. Greere, H. Salgado, H.J. Jacd, and P.J. Tonellato. Mapping
barareceptor function to the genome: A mathematcal modeling approach. Genetics 160: 1687-1695,
2002.

6. Ntambi, J.M., M. Miyazaki, J.P. Stoehr, H. Lan, C.M. Kendziorski, B.S. Yandell, Y. Song, P. Cohen,

JM. Friedman and A.D. Attie. Loss of stearg/l-CoA desaturase-1 function protects mice against
adposity. Proceedings of the National Academy of Sciences 99(17): 11482-11486, 2002.

7. Djamali, A., C.M. Kerdziorski, P.C. Brazy, B.N. Becker. Disea® Pragression and Outcomesin Chronic
Kidney Diseas and Reral Transplantation. Kidney International 64(5): 1800-1807, 2003.

8. Kerdziorski, C.M., Y. Zharg, H. Lan, and A. Attie. The effciency of mRNA pooling in microarray
experiments. Biostatistics 4: 465-477, 2003.
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Attie, A. and C.M. Kenrdziorski. PGC-1a. atthe crossroads of type 2 diabetes Nature Genetics 34: 244-245,
2003.

Kendziorski, C.M., M.A. Newton, H. Lan, and M.N. Gould. On parametric emgrical Bayesmethods for
comparing multiple groups using repicaied gene expression profiles Statistics in Medicine 22: 3899-

3914, 2003.

The Complex Trait Consortium [113 authors]. The Collaborative Cross, acommunity resource for the
geretic amalysis of complex traits. Nature Genetics 36: 1133-1137, 2004.

Kendziorski, C., R.A. Irizarry, K.Chen, J.D.Haag and M.N. Gould. On the utility of pooling biological
samplesin microarray experimens. Proceedings of the National Academy of Sciences 102(12): 4252-4257,
2005.

Holzmacter, R., C.Kendziorski, R.M. Hoff man J.Jaffery, B.Becker,and A.Djamali. Low Serum
Magnesum is Associated with Decrea®d Graft Survival in Paterts with Chronic Cyclosporine
Nephrotoxicity. Nephrology Dialysis Transplantation 20(7): 1456-1462, 2005.

Minn, A.H., C.A. Pise-Masdson, M. Radonovich, M.N. Brady, P. Warg, C. Kendziorski, and A. Shalev.
Genre Expression Prdiling in INS-1 Cells Overexpressing Thioredoxin-Interacing Protein. Biochemical
and Biophysical Research Communications 336(3): 770-778, 2005.

Burleigh, D.W., C. Kerdziorski, Y.J. Choi, K.M. Grindle, R.L. Grerdell, R.R. Magness, and T.G. Golos.
Microarray Analysis of BeWo and JEG3 Trophoblag Cell Lines Idertifi cation of Differerntially Expressed
Trarscripts. Placenta June 22, 2006 [ E-pub aheadof print].

Yuan, M. and C. Kerdziorski. Hidden Markov Models for Microarray Time Course Datain Multiple
Biological Conditions (with Discussion). Journal of the American Statistical Assocation 101(476): 1323-32;
Discussion 1332-1340, 2006..

Yuan, M. and C.Kendziorski. A Unified Approachfor Simultaneaus Gene Clustering and Differertial
Expression Idertificafion, Biometrics 62(4): 1089-1098, 2006.

Kerdziorski, C., and P. Wang. A Review of Statistical Methods for Expression Quartitative Trait Loci
Mapping. Mammalian Genome 17(6): 509-517, 2006.

Kendziorski, C., M. Chen, M. Yuan, H. Lan, and A.D. Attie. Statistical Methods for Expression
Quartitative Trait Loci (eQTL) Mapping. Biometrics 62: 19-27, 2006.

Lan, H., M. Chen, J.E. Byers B.S. Yardell, D.S. Stapgeton, C.M. Mata, E. Ton- KeenMui, M.T. Flowers
K.L. Schueler,K.F. Many, RW. Williams, C. Kendziorski, and A.D. Attie. Combined Expression Trait
Correlations and Expression Quartitative Trait Locus Mapping, PLoS Genetics 2(1):e6, 2006.

Flowers M.T., A. K. Groen A.T. Oler, M.P. Gray-Keller, Y. Choi, K.L. Sctueler, O.C. Richards, H. Lan,
M. Miyazald, F. Kuipers C. Kendziorski, J. Ntambi, and A.D. Attie. Cholegass and Hyperclolegerdemia
in SCD1-Deficient Mice FedaLow-Fat High-Carbohydrate Diet Journal of Lipid Research 47: 2668-
2680, 2006.

Edwards, M.G., R. Anderson, M. Yuan C. Kendziorski, R. Weindruch, and T. Prdla. Gene Expression
Prdiling of Aging Reweals Activation of a p53-Mediated Transcriptional Program. BMC Genomics 8:80,
2007.

Amos-Lardgraf, J.M.*, L.N. Kwong*, C. Kendziorski, M. Reichelderfer, J. Torrealba, J.P. Weichert, J.D.
Haag, K.S.Chen, J.L. Waller, M.N. Gould, and W.F. Dove. A target-selected Apc-mutart ratkindred
erhancesthe modeling of familial humancolon carcer. Proceedings of the National Academy of Sciences
104(10): 4036-4041, 2007. * co-first authors.

Couto, F., A.H. Minn, C.A. Pise-Masson, M. Racbnovich, J.N. Brady, M. Hanson, L.A. Ferrandez, P.
Wang, C. Kerdziorski, and A. Shalev. Exenatide blocks JAK1-STAT1 in parcreaic betacells.
Metabolism: Clinical and Experimental 56(7): 915-918, 2007.

Chen, M. ard C. Kendziorski. A Statistical Framework for Expression Quartitative Trait Loci (eQTL)
Mapping. Genetics 177: 761-771, 2007.

Chen, D., P.Wang, R.L. Lewis, C.A. Daigh, C. Ho, X. Chen, JA. Thomson, ard C. Kendziorski. A
Microarray Analysis of the Emergence of Embryonic Definitive Hematopoiess. Experimental
Hematology 35(9): 1344.e1-1344.e16, 2007.



27.

28.

29.

30.

MellmanD.L., M.L. Gonzales C.A. Barlow, P. Warg, C. Kerdziorski, and R.A. Anderson. A Novel P14,
5P2Regulated Nuclear Pdy(A) Pdymerase Controls Expression of SelectmRNAS. Nature, to apped,
2008.

Keller, M.P., Y .J. Choi, P. Warg, D.B. Davis, M .E. Rabadia,A.T. Oler,D.S. Stapeton, C. Argmam,
K.L. Sctueler, S. Edwards, H.A. Steinberg, E. Chaibub Neto, R. Kleinharz, S. Turner, M.K. Hellergein,
E.E. Schad, B. Yardell, C. Kendziorski, and A.D. Attie. A Gere Expression Network Model of Typell
Diabetes Estallishesa Relationship Between Cell Cycle Regulation in Islets and Diabetes Suscepibility.
Genome Research, to appear, 2008.

Ferrarg C.T., P. Wang, E. Chaibub Neto, R.D. Stevenrs, J.R. Bain, B.R. Wemer, O.R. llkayeva, M.P.
Keller, D.A. Blasole,and C. Kerndziorski. Genetic Networks of Liver Metabolism Rewealed by
Integration of Metabolic and Trarscriptomic Prdfiling. PLoS Genetics, to appear, 2008.

Flowers M., M. Keller, Y.J. Choi, H. Lan, C. Kendziorski, J. Ntambi, and A.D. Attie. Scdl deficiency
causesendoplagmic reticulum stress and metaholic dysfunction in mice fed avery low-fatdiet Submitted,
2008.

Book CHAPTERS, DISCUSSION

1

Kendziorski, C.M. and M. Chen An Overview of Statistical Approachesfor Expression Trait Loci Mapping
in Meta-Analysis and Combining Information in Geretics Eds. Rudy Guerra and David Allison. Chapman
and Hall, 2007.

Newton, M., PWang, and C. Kendziorski. Hieraichical Mixture Models for Expression Prdfilesin Bayedan
Infererce for Gene Expression and Praeamics. Eds. Kim-Anh Do, Peer Mueller,and Marina Vanucci.
Cambridge Universty Press, 2006.

Chen, M. ard C. Kendziorski. Interval Mapping for Expression Quartitative Trait Loci in Bayesan
Infererce for Gene Expression and Praeaomics. Eds. Kim-Anh Do, Peer Mueller,and Marina V anucci.
Cambridge Universty Press, 2006.

Kendziorski, C.M. Pooling Biological Samgdesin Microarray Studiesin DNA Mi croarays and Statistical
Genomics Tecmiques Desgn, Analysis, and Interpretation of Experimerts Eds. D.B. Allison, G.Pacge,
T.M. Beasey, J.W. Edwards, New Y ork: Marcel Dekker, 2003.

Newton, M.A. and C.M. Kerdziorski. Pammetric Empirical BayesMethods for Microarraysin The aralysis
of gene expression data: methods and software. Eds. G. Pamigian, E.S. Garrett, R. Irizarry and S.L. Zegger,
New York: Springer Verlag, 2003.

Kendziorski, C.M. A Discussion of Resampling-based multiple teging for microarray data analysis" by

Y .Ge, S.Dudoit, and T.P.Speed Test: A Journal of the Spanish Society of Statistics and Operations
Research 12:1, 1-77, 2003.

RESEARCH GRANTS

Title (R0O1): Statistical Methods for the Genomic Analysis of Gere Expression Data
Principal Invedigator: Christina Kendziorski

Period: July 2006 - July 2011

Agency: National Institute of General Medcal Sciences

Annual Direct Costs: $150,000.00

COMPLETED RESEARCH GRANTSTO CK

Title: The Effects of Pooling mRNA on Experimertal Desgn and the Assessmert of Difierertial Expression.
Principal Invedigator: Christina Kendziorski

Period: Sepember 2002 - Sepgember 2003

Agency: AmericanCarcer Scciety



Total DirectCosts: $5,800.00

Title: Statistical Methods for Mi croarrays
Principal Invedigator: Christina Kendziorski
Period: Sepember 2003 - Segember 2005
Agency: Howard HughesMedical Institute
Total DirectCosts: $75,000.00

Title (R03): Pooling Dedgns for Microarray Studies
Principal Invedigator: Christina Kendziorski

Period: Sepember 2003 - Sepgember 2006

Agency: National Carcer Institute

Total Direct Costs: $100,000.00

CURRENT PARTICIPATION ON RESEARCH GRANTS

Title: Universty of Wisconsin Carcer Certer Core Grant
Principal Invedigator: George Wilding

Period: April 2001 - March 2007

Agency: National Carcer Institute

Rodle of CK: consultart, 10%

Title: Genomicsof Susceptibility to Urinary TractInfections

Principal Invedigator: Walter Hopkins

Period: August 2003 - May 2008

Agency: National Institute of Diabetesand Digegive and Kidney Diseags
Radle of CK: co-invegigator, 5%

Title: Geretic Mapping of Networks Associatedwith ! -cell Decomposition in Type |l Diabetes
Principal Invedigator: AlanAttie

Period: December 2003 - November 2008

Agency: National Institute of Diabetesand Digegive and Kidney Diseags

Radle of CK: co-principal invedigator, 10%

Title: Cellular Rolesof Liver Pathology: Dioxin asPraotype
Principal Invedigator: Christopher Bradfield

Period: December 2003 - November 2008

Agency: National Institutesof Heath

Radle of CK: co-invegigator, 5%

Title: A WKy RatGeretic Model for Breag Carcer Susceptibility
Principal Invedigator: Michael Gould

Period: December 2003 - November 2008

Agency: National Carcer Institute

Radle of CK: co-invegigator, 5%

Title: Secreed Proteins asBreas Cancer Prevertion Markers
Principal Invedigator: Michael Gould

Perod: December 2003 - Novemter 2008

Agency: National Carcer Institute

Radle of CK: co-invegigator, 5%



Title: ES Cell Model for Placertal Developmert

Principal Invedigator: Thaddeus Golos

Period: July 2005 - June 2007

Agency: National Institute of Child Heath and Human Developmert
Radle of CK: co-invegigator, 5%

Title: The Geretics of Obesdty and Diabetes

Principal Investigator: AlanAttie

Period: July 2006 - May 2011

Agency: National Institute of Diabetesand Digegive and Kidney Diseags
Radle of CK: co-invegigator, 5%



