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▶ More samples
▶ More phenotypes
▶ More genomic-y things

▶ More time points, tissues, environments,
treatments

▶ More artifacts

But more is not necessarily better.
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Moving data around can be a feat
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Data visualizations are critical
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Pie charts suck
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Bar charts suck
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Tables suck
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Tables suck
All
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Tools matter

▶ Need better than toy implementations.
▶ No more “The attached is similar to the

code we used.”
▶ Work together on common tools.
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Recognize tool makers

▶ Novelty of methods isn’t everything
▶ Need a home for tool makers in academics
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Training

▶ Statistical/computational methods
– Summer Institute in Statistical Genetics
– Short Course on Systems Genetics

▶ Data manipulation and management
– datacarpentry.org

▶ Software engineering
– software-carpentry.org
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https://www.biostat.washington.edu/suminst/sisg
https://www.jax.org/education-and-learning/education-calendar/2016/october/short-course-on-systems-genetics
http://www.datacarpentry.org/
http://software-carpentry.org/


Be open

▶ Open data
▶ Open software
▶ Open manuscripts
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